Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.004 Å; R factor = 0.057; wR factor = 0.180; data-to-parameter ratio = 19.9.
In the title compound, C 26 H 31 NO 4 , the five-membered rings of the central pyrrolizine system adopt N-envelope conformations. The ethyl acetate group adopts an extended conformation. The dihedral angle between the benzene rings is 36.6 (1) . In the crystal, C-HÁ Á ÁO hydrogen bonds form a zigzag chain running along the b-axis directions. The crystal structure is futher consolidated by C-HÁ Á Á interactions.
Related literature
For the biological activity of pyrrolidine derivatives, see: Pinna et al. (2002) ; Araki et al. (2002) . For a related structure, see: Nirmala et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg3 and Cg4 are the centroids of the C8-C13 and C18-C23 rings, respectively. et al., 2002) . The spiro-pyrrolidine ring system is also associated with antitumour activity (Araki et al., 2002) . In continuation of our work on the crystal structure analysis of spiro-pyrrolidine derivatives, the crystal structure of the title compound has been carried out and the results are presented here.
In the title compound ( Fig. 1 ) the bond lengths and angles are comparable to the corresponding values as observed in a related structure (Nirmala et al., 2008) . The pyrrolizine ring system is folded about the bridging N1-C4 bond, as observed in related structure (Nirmala et al., 2008) . The two benzene rings (C8-C13 and C18-C23) make dihedral angles of 71.7 (1)° and 55.3 (1)°, respectively, with respect to the pyrrolizine ring system; the dihedral angle between the two benzene rings is 36.6 (1)°. The dimethoxybutane group connects these two benzene rings at meta positions (at atom water and extracted with dichloromethane (4x20 mL). The combined organic layers were dried (MgSO 4 ) and filtered, concentrated in vacuum. The crude product was purified by column chromatography using hexane: EtOAc (8:2) as an eluent. The product was dissolved in ethylacetate and heated for two minutes. The resulting solution was subjected to crystallization by slow evaporation of the solvent resulting in single crystals suitable for XRD studies.
Refinement
All H atoms were fixed geometrically and allowed to ride on their parent C atoms, with C-H distances fixed in the range 0.93-0.97 Å with U iso (H) = 1.5U eq (methyl C) or 1.2U eq (non-methyl C) atoms. 
Figure 1
The molecular structure of the title compound, showing displacement ellipsoids drawn at the 30% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

